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Quorum Sensing Based Computing 



Limits of single cell population 
information processing 
 

 



A single molecule can be used as      
input in more than one 
populations 

 

 Modular systems 

 

Applications 



Cascades can be used to 
amplify signals 

 
 Quorum sensing molecule 
concentration can be used to 
ensure reliable signal 
presence 
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Case Studies 
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